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Amendments to the Claims: 

Please amend the above-identified application, without prejudice, as follows, by 
amending claim 10 and adding new claim 58, set forth in the following listing of claims, which 
replaces all prior claims in the application; 

7. (Previously Presented) A synthetic construct comprising a regulatory 
polynucleotide operably linked to a tandem repeat of a codon fiised in frame with a reporter 
polynucleotide that encodes a reporter protein. 

8. (Original) A vector comprising the synthetic constmct of claim 7. 

9. (Original) A cell comprising the synthetic construct of claim 7. 

10. (Currently Amended) A cell comprising the vector of claim 98, 

23. (Previously Presented) The constmct of claim 7, wherein the tandem repeat 
comprises at least three copies of the codon. 

24. (Previously Presented) The construct of claim 23, wherein the tandem repeat 
comprises five copies of the codon. 

25. (Previously Presented) Theconstructof claim 23^ wherein the tandem repeat 
comprises six copies of the codon. 

26. (Previously Presented) The construct of claim 23, wherein the tandem repeat 
comprises seven copies of the codon, 

27. (Previously Presented) The constmct of claim 7, wherein the tandem repeat is 
fiised at a location adjacent to^ or withiUp the reporter polynucleotide, 

28. (Previously Presented) Theconstmctof claim 27, wherein the tandem repeat 
is fi.ised immediately upstream of the reporter polynucleotide. 

29. (Previously Presented) The constmct of claim 7, wherein at least one spacer 
codon is located adjacent to a tandemly repeated codon. 

30. (Previously Presented) The construct of claim 7. wherein at least one spacer 
codon is interposed between a pair of tandemly repeated codons. 
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3 1 . (Previously Presented) The construct of claim 29, wherein the spacer codon 
is a neutral amino licid. 

32. (Previously Presented) The construct of claim 30, wherein the spacer codon 
is a neutral amino acid, 

33. (Previously Presented) The construct of claim 29, wherein the spacer codon 
is selected from aUinine and glycine. 

34. (Previously Presented) The construct of claim 30, wherein the spacer codon 
is selected from alanine and glycine. 

35. (Previously Presented) The construct of claim 7, wherein the reporter proteki 
is selected from the group consisting of p-galactosidase, firefly luciferase, alkaline phosphatase, 
chloramphenicol acetyl transferase, p-glucuronidase, green fluorescence protein and active 
portions thereof. 

36. (Previously Presented) The construct of claim 7, wherein the reporter protein 
is encoded by a bialophos resistance gene that confers resistance to the herbicide BASTA. 

37. (Previously Presented) The construct of claim 7, wherein the reporter protein 
is green fluorescence protein or an active portion thereof. 

38. (Previously Presented) A synthetic construct system for determining the 
translational efficiencies of different codons, the system comprising a plurality of synthetic 
constmcts, each comprising a regulatory polynucleotide operably linked to a tandem repeat of a 
codon fiised in frame with a reporter polynucleotide that encodes a reporter protein, wherein the 
tandemly repeated codon of a first construct is different than the tandemly repeated codon of a 
second construct. 

39. (Previously Presented) The system of claim 38, wherein the tandemly 
repeated codons of the first and second constructs encode the same amino acid. 

40. (Previously Presented) The system ofclaim 38, wherein the tandemly 
repeated codons of the first and second constructs encode different amino acids. 

7154153 v1 

PAGE 8/13 * RCVD AT 3124/2004 1 1 :08:47 AM [Eastern Standard Time] * SVR:USPT0-EF)(RF-1/2 ' DNIS:8729306 ' CSID: ' DURATION (mm-ss):D342 



03/24/2004 12:11 FAX 



AKIN GUMP STRAUSS HAUER 



121009 



41. (Previously Presented) The system of clairri 3 9, comprising a set of synthetic 
constructs, the number of synthetic constructs of the set being equal to the number of 
syaonymoxis codons that encode a first amino acid, wherein the tandemly repeated codon of each 
synthetic construct of the set is a synonymous codon that encodes the first amino acid and 
wherein different synthetic constructs of the set comprise different tandemly repeated codons. 

42. (Previously Presented) The system of claim 39, comprising a first set of 
synthetic constructs and a second set of synthetic constructs, the number of synthetic constructs 
of the first set being equal to the number of synonymous codons that encode a first amino acid, 
the number of synthetic constructs of the second set being equal to the number of synonymou$ 
codons that encode a second amino acid, wherein the tandemly repeated codon of each synthetic 
construct of the first set is a synonymous codon that encodes the first amino acid, wherein the 
tandemly repeated codon of each synthetic construct of the second set is a synonymous codon 
that encodes the second amino acid and wherein different synthetic constructs of the first or 
second sets comprise different tandemly repeated codons. 

43. (Previously Presented) Thesystemof claim 38, wherein the tandem repeat of 
each of the synthetic constructs comprises at least three copies of the corresponding codon, 

44. (Previously Presented) The system of claim 43, wherein the tandem repeat of 
each of the synthetic constructs comprises five copies of the corresponding codon. 

45. (Previously Presented) The system of claim 43, virherein the tandem repeat of 
each of the synthetic constructs comprises six copies of the corresponding codon, 

46. (Previously Presented) The system of claim 43, wherein the tandem repeat of 
each of the synthetic constructs comprises seven copies of the corresponding codon. 

47. (Previously Presented) The system of claim 3 S, wherein the tandem repeat is 
fijsed at a location adjacent to, or within, the reporter polynucleotide. 

48. (Previously Presented) The system of claim 47, wherehi the tandem repeat i$ 
fiised immediately upstream of the reporter polynucleotide. 
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49. (Previously Presented) The system of claim 38, wherein at least one spacer 
codon is located adjacent to a tandemly repeated codon. 

50. (Previously Presented) Thesystemofclaim38, wherein at least one spacer 
codon is interposed between a pair of tandemly repeated codons. 

5 1 . (Previously Presented) The system of claim 49, wherein the spacer codon is a 
neutral amino acid. 

52. (Previously Presented) ThesystemofclaimSO, wherein the spacer codon is a 
neutral amino acid. 

53. (Previously Presented) The system of claim 49, wherein the spacer codon is 
selected &om alanine and glycine, 

54. (Previously Presented) The system of claim 50, wherein the spacer codon is 
selected firom alanine and glycine. 

55. (Previously Presented) The system of claim 38, wherein the reporter protein 
is selected from the group consisting of p-galactosidase, firefly luciferase, alkaline phosphatase, 
chloramphenicol acety) transferase^ p-glucuronidase, green fluorescence protein and active 
portions thereof. 

56. (Previously Presented) Thesystemof claim 38, wherein the reporter protein 
is encoded by a bialophos resistance gene that confers resistance to the herbicide B ASTA. 

57. (Previously Presented) The system of claim 38, wherein the reporter protein 
is green fluorescence protein oi an active portion thereof. 

58. (New) The construct of claim 7, wherein there are five tandemly repeated 
codons, the tandemly repeated codons are located immediately upstream of the reporter 
polynucleotide, at least one spacer codon is interspersed between a pair of tandemly repeated 
codons and the spacer codon is alanine. 
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